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FIG, L Structural organization of the FGF-R2 gene and demonsirarion of 
Illb and tllc mutually exclusive splicing. (A) Organization of the FGF-RI pro- 
tein domains (top) and genomic gene arrangement of the region in which alter- 
native splicing yields transcripts containing either the Illb or IHc exon and 
encoding the second half of the third immunoglobulin {Ig)-like domain. TNI. 
transmembrane domain, TIC tyrosine Icinasc domains. The solid box represents 
a highly acidic domain, and the thick line indicates the Illb- or Illc-encoded 
portion of the protein. Shaded boxes represent exons, and solid lines represent 
introns, with intron sizes indicated. U and D indicate the exons upstream and 
downstream of these alternative exons. respectively. (B) Scale rcpreseaution of 
the exons (solid boxes) and introns {solid lines) with regions of high (at least 
90%) rat-human intron sequence similarity (shaded boxes). AJso shown ore 
regions FS and FL and their sizes, nt, nucleotide. 
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FIG. 7. DT3 cells coniain a titratable rac-..r ,r .. 
pnaic splicing regula.ion which can be otV^^U ^PP'°- 
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GTAAC AACOrmTO TOTTTGIGrr 

TmATrmTAirmATrTmrnTTAAGAAAACTGAATATAGCACr 

TAAAAAAGACTCGGTGCnTGCGAGGCAGCAGGCAGCITCTAOAATAACr 
CITGTGGTCr TGGTATATTT ATAATGATCT TTCTTrGGTC CTGCAGCTOG 
COTCATGCCA OTGGCCATGO AAAAATGCCC ACAATGTTCA AAGTGCTTOA 
AGATTATCrr CCACCCCCAC CCTGnTTCA AOCCCrTCrrTCrGGTCTOr 
CrrGTITGGA CTGCACACTT CCCGTOATCA CTGTGTCTGA CTGCACGTGG 
GCCrTGCOTT TGCATGCCCG TCGAOTCTGC ACTCTCTCAT TATTAACCCA 

OACTTGGTroCCmTATGCTAOTGACATAGAGAAATOCTAGCATGATAG 
GATTCACCTA ACGAAAGTTT TCTTCITrGG TrCGATTCCA CACCCGATCC 
TTTCCAAAAC TGGAGAATGG TTATCmTTA OTGCGTATCA CACTCCAOGA 
TAOTGAAGGC AGATCGTOGA GTnTCAGTr ATCATTCITC ACACGCAGAC 

ATATrCATATTAGAAAAGGAAACAAACCATAAATCCAGrrTrrrCTGITA 
CCAGTATTAC ACnTCTGCC ATGTTCTrrC AATGATCATA TAAAGCAAGA 
TGATTITCGG CCTGAATGAA ATTAACCAOA ATCCAGTCAC CAAGATAAAO 
TCCCACCCTG GTTCCCATGO AGCCTGAGGG ATGTGTGGGA TGTCCACCTG 
ATCTGCCGTG CTrrATTCCA TCACACAOAA AATAGAAGAG CCTCCCCTTT 
TCTCACAATT GGAGTCTGCA TCCAACAGGA CCAOAACCCA GATTAGCCCT 
CAGGGTATTA TACTrnTGG AAACCCACTC CCAAATCCAT ATGCAAACAA 
ATTCAAAGAG AACGGACTCT GTGGGCTGAT TnTCCATGT GTTCAATCGC 
ATGCATGTCT AAGGTGOTGA CGCCX3GTGTG CTGATGGGCC TGCAGAGGTG 
AGCTGGCCGG TGTCTCTCAG TGTCTCTTGG TTGTGGGCTT TGTGGACGGG 
CTGCAGTroO AATCTCCTGA TGCCCAGCAC CCCCTGGACC TGCTGGGACA 

AGGCCTCrTGGTTCCAAGGCCCCCrcCACAATCATTCCTATOTCTAGCCT 
•mTCrrGCTTCGrrTGTTTTCTAG 
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^ ^^GTAACAAT CSCITCATTrr TCl VLTl 'mT TAAAAAGAAA GCTCGATATA 

GAAGCTGAAA AGACTTGGTG CTTTGGGAGA CTCC^GGCAG CTTATAGGAT 
' AACTCITGTG GCCTTGGTAT ATTTATAATA ATCTTTCTTC GGTCATCCAG 
CTGGTATGAT GCCAGTAGCC ATGGAAAAAT GCCCACAACG TTCAAAGTCC 
" TTGCTCCAAT TTCTTCTAGA GATTAGCCTC CACCCCCACC CAGTITrrAA 
GTrGTTCCTT CTGGTTGATC TTGTTTAGGC TCCACATTTC CCATCAOTAC 
TGCACATPAA CACCATTTAA AACACACGCT TCCATCCCTG TTTAATACGG 
GGCATTTGAA TATCAGCAGA GTTTGTCCAA GTmTAGGG AAATATTCGC 
AAGATGCAAT TTGTTCAACA AAGCATCATT TCTTIGGTro CATCGTO3AT 

0 CCTTATGAGT TGCTGTTCTT GACCITGTTG CACCAAAITr GAGGGGAGCT 
J CATCTTAATG AATGTACTAC TGGACGCTAC TAAAGGCAAA AGGTIGACrT 

TrTAGGTTTG TCATGACTCA CATCCAAATC ITTATTAATC AAAAGAGAAA 

1 AAGCCCAGTT TTTTTGGTTA CCAAGATCAT GCTTCCrTCC ATITClTnT 

GTCAATCCTA TGTAGGGCAA GATGGTATCG CAGAAGTAAA AATAACCAGA 

M ^^<^C TTCCACCCCA ATIG^ 

[J ^^^^'^^^^^T GAGGTGCCCA TCTCGG^ 

• J AACACAGCAA TTTAGATAGA ACTACCCTIT CXnCTIGGTC GGAGTCTCCA 

GCCAACAGGA CCAGAACCAG CTTGGCCnc TGGGCACCAT ACmTCGA.^ 
AACCACCCCT AAATGCAAAC CAAAGCACAG GCCAAGAGAA CGGACCTCTC 
TGGGTTGATT TTITCCATGC GTTTGATrGC GTCCATCTCT AGGAGGTCAA 
GCCGGTGTGG TGACGGGCCT GTGGAGGIGA GCTCGTCAGT GTIGCTCCGT 
GTCTCTCGGT TGTGGGACTT TGTGGATCGG CTCCAGTCGG AATCTCCCAG 
TGGCCAGCAC CCCCTGAAGC CCCCGGTCCG ACGCCTTCTG GTTCCACAGC 
CCCCTCCACA ATCATTCCTG TGTCC?rCTAG CCTriTCTlvr TCCTTCCCrr 
' GTTTTCTAG 



